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GenBank accession numbers
Regier, J.C., Shultz, J.W., Ganley, A.R.D., Hussey, A., Shi, D., Ball, A. Zwick, B. Stajich, J.E., Cummings, M.P., Martin, J.W., and Cunningham, C.W. 2008. Resolving Arthropod Phylogeny: Exploring Phylogenetic Signal within 41kb of Protein-coding Nuclear Gene Sequence. Syst. Biol. 57:xxx-xxx.
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gene

sequence
GenBank accession number

acc2_4:
EU020235-EU020247

aspec11_12:
EU020251-EU020262

aspec19_21:
EU020266- EU020276

aspec2_6:
EU020278- EU020287

109fin1F_2R:
DQ200934-DQ200944

113fin1F_2R:
DQ165318-DQ165330

127fin1_2:
EU020289- EU020300

149fin2_3:
EU020303- EU020314

166f2_3:
EU020315- EU020327

192fin1_2:
EU020331- EU020341

197fin1_2:
EU020345- EU020354

220fin1_2:
EU020358- EU020367

226fin1_2:
EU020371- EU020381

247fin1_2:
EU020384- EU020394

25fin2_4:
EU020397- EU020408

262fin1_2:
EU020412- EU020422

265fin2_3:
EU020426- EU020438

267fin2_3:
EU020442- EU020453

268fin1_2:
EU020457- EU020466

26fin3_4:
EU020470- EU020478

270fin2_3:
EU020479- EU020489

274fin1_2:
EU020493- EU020499

2f3_4:

EU020503- EU020515

2fin7_8:
EU020519- EU020529

3006fin1_2:
EU020533- EU020545

3007fin1_2:
EU020549- EU020558

3009f2_3:
EU020562- EU020574

3012fin1_2:
EU020578- EU020589

3017fin1_2:
EU020592- EU020603

3031fin2_3:
EU020607- EU020616

3031fin4_5:
EU020619- EU020631

3044fin1_2:
EU020635- EU020647

3044fin3_4:
EU020651- EU020657

3055fin2_3:
EU020658- EU020668

3059fin1_3:
EU020672- EU020684

3064fin6_7:
EU020688- EU020700

3066fin1_3:
EU020702- EU020711

3070fin4_5:
EU020714- EU020722

3089fin1_3:
EU020726- EU020738

3094fin2_3:
EU020742- EU020751

3114fin1_2:
EU020753- EU020763

3121fin2_3:
EU020766- EU020775

3136fin1_2:
EU020778- EU020790

3152fin1_2:
EU020794- EU020805

3153fin1_2:
EU020809- EU020821

3196fin1_3:
EU020825- EU020837

3196fin5_6:
EU020841- EU020853

3202fin1_3:
EU020857- EU020868

36fin1_2:
EU020872- EU020882

40fin2_3:
EU020886- EU020898

42fin1_2:
EU020902- EU020914

44fin2_3:
EU020918- EU020930

58fin3_6:
EU020936- EU020948

58fin7_9:
EU020952- EU020962

62fin2_3:
EU020966- EU020976

63fin2_3:
EU020980- EU020992

69fin2_3:
EU020996-EU021008

6fin2_3:
EU020169-EU020178

73fin2_3:
EU020181-EU020192

96fin1_3:
EU020219-EU020231

8018fin1_2:
EU026256-EU026261

8028fin1_2:
EU026216-EU026225

8029fin6_7:
EU026262-EU026269

8053fin2_3:
EU026226-EU026235

8070fin1_3:
EU026236-EU026245

8091fin1_2:
EU026246-EU026255

GenBank accession numbers for EF-1(, EF-2, Pol II are listed in the following:

· Regier, J.C., J.W. Shultz, and R.E. Kambic. 2005. Pancrustacean phylogeny: Hexapods are terrestrial crustaceans and maxillopods are not monophyletic. Proc. R. Soc. Lond. B 272:305-401. (see Table S1 in Electronic Appendix. Some sequences have been updated from the original accessions.)

· Regier, J.C., H.M. Wilson, and J.W. Shultz. 2005. Phylogenetic analysis of Myriapoda using three nuclear protein-coding genes. Mol. Phylog. Evol. 34:147-158. (see Table 1. Some sequences have been updated from the original accessions.)

· Pol II (for Narceus americanus): AY310218
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