Table to supplement the manuscript “Phylogenetic Supermatrix Analysis of GenBank Sequences from 2228 Papilionoid Legumes” Submitted 5 January 2006 by Michelle M. McMahon and Michael J. Sanderson to Systematic Biology.

Listed are the secondary clusters used in the “dense” supermatrix. The first four columns are identical to Table 2 in the manuscript.  The fifth column gives the cluster number, which is indicated in the interleaved nexus file for the dense supermatrix as a comment just above the data for each cluster.  The final column gives sample annotations from the GenBank records.

	"Gene"
	Taxa
	Sequences
	Clusters
	Secondary cluster number (for identification within 

data sets)
	Typical annotation(s)

	ITS
	1648
	2888
	37
	12
	internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence.  5.8S rRNA gene (partial), 28S rRNA gene (partial) and internal transcribed spacer 2 (ITS2).  18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 26S ribosomal RNA gene, partial sequence.  internal transcribed spacer 1, complete sequence.

	trnL
	705
	852
	14
	32
	chloroplast partial tRNA-Leu (UAA) gene, partial intron sequence.  tRNA-Leu (trnL) gene and trnL-trnF intergenic spacer region, partial sequences. 

	matK
	517
	561
	10
	24
	maturase-like protein (matK) gene, partial cds; chloroplast gene for chloroplast product.  trnK gene, intron, 3' partial sequence; and maturase (matK) gene, partial cds. maturase-like protein (matK) gene, complete cds. trnK gene, intron, 5' partial sequence; and maturase (matK) gene, partial cds.

	rbcL
	260
	274
	1
	15
	ribulose-1,5-bisphosphate carboxylase large subunit (rbcL) gene, partial cds; chloroplast gene for chloroplast product

	ETS
	92
	92
	1
	42
	external transcribed spacer, partial sequence

	ETS
	90
	98
	3
	33
	ETS, partial intergenic spacer (IGS) and partial 18S rRNA gene

	ndhF
	89
	92
	2
	18
	NADH dehydrogenase subunit F (ndhF) gene, partial cds

	psbA-trnH
	79
	79
	3
	36
	psbA-trnH intergenic spacer, chloroplast sequence

	trnS-trnG
	51
	55
	1
	30
	trnS-trnG intergenic spacer, partial sequence; chloroplast

	atpB-rbcL
	35
	49
	4
	8
	atpB gene (partial), atpB-rbcL intergenic spacer and rbcL gene (partial)

	rps16
	34
	34
	1
	16
	30S ribosomal protein S16 (rps16) gene, intron and partial cds; chloroplast gene for chloroplast product

	18S
	26
	26
	1
	31
	18S ribosomal RNA gene, complete sequence, 18S ribosomal RNA gene, partial sequence

	ITS1
	24
	31
	1
	44
	internal transcribed spacer 1

	trnT-L
	22
	27
	1
	6
	chloroplast genes for tRNA-Thr, partial sequence and trnT-L intergenic spacer

	ITS2
	21
	27
	1
	9
	internal transcribed spacer 2

	trnL
	17
	26
	1
	4
	chloroplast DNA for trnL(UAA)-trnF(GAA) intergenic spacer region, partial

	legcyc 1
	16
	44
	2
	11
	cycloidea-like protein group 1A gene, partial cds, CYCLOIDEA-like group 1B protein gene, partial cds

	phyE
	16
	16
	2
	29
	phytochrome E (PHYE) gene, partial cds

	H3
	14
	18
	2
	25
	histone H3 gene, partial cds

	ETS
	13
	14
	1
	40
	partial external transcribed spacer (ETS)

	rps3-rpl16
	13
	24
	1
	47
	chloroplast DNA, rps3-rpl16 intergenic spacer, complete sequence

	trnS-trnG
	12
	18
	1
	26
	chloroplast DNA, trnS-trnG intergenic spacer, complete sequence

	rps11-rpl36
	12
	22
	1
	38
	chloroplast DNA, rps11-rpl36 intergenic spacer, partial sequence

	lec1
	9
	14
	1
	7
	lectin gene, lec2 gene for lectin precursor, lec1 gene for lectin precursor

	26S
	9
	9
	2
	22
	26S ribosomal RNA gene, and 26S-18S ribosomal RNA intergenic spacer region, partial sequence

	ITS1
	9
	9
	1
	35
	internal transcribed spacer 1 (ITS1)

	cox2
	8
	8
	1
	14
	cytochrome oxidase subunit 2 (cox2) gene, complete cds; mitochondrial gene for mitochondrial product

	rga
	7
	30
	1
	1
	resistance gene analog protein gene

	bbi
	7
	16
	1
	34
	double-headed Bowman-Birk inhibitor gene, partial bbi gene for double-headed trypsin inhibitor

	5S
	7
	14
	1
	37
	5S ribosomal RNA gene, partial sequence, internal transcribed spacer, complete sequence, and 5S ribosomal RNA gene, partial sequence

	Sat5
	7
	13
	1
	39
	Sat5 gene

	shst2
	6
	7
	1
	5
	shst2 gene 3'UTR

	SGlu2
	6
	25
	1
	20
	endo-beta-1,3-glucanase gene

	ITS1
	5
	17
	1
	10
	internal transcribed spacer 1

	B-III
	5
	7
	1
	41
	partial gene for trypsin/chymotrypsin inhibitor

	nadh4
	5
	5
	1
	45
	NADH dehydrogenase subunit 4 (ND4) gene, intron 1; mitochondrial gene for mitochondrial product

	nad3-rps12
	4
	4
	1
	21
	NADH-UQ dehydrogenase subunit 3 (nad3) and ribosomal protein S12 (rps12) genes, mitochondrial genes encoding mitochondrial proteins

	aai2
	4
	58
	1
	27
	alpha-amylase inhibitor gene

	rga
	4
	12
	1
	43
	putative resistance gene analogue protein


