Appendix 3. Primer sequences and their sources. Approximate primer locations and orientations are shown in Supplemental Fig. 1.
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Primer
Locus
Sequence
Source

-----------------------------------------------------------------------------------------------------------------------------------------------------------------

rbcL 1F
cp rbcL
5'-ATGTCACCACAAACAGAAACTAAAGC
Fay et al. (1997)a
Gn rbcL 560F
cp rbcL
5'-GTTTATGAATGTCTTCGT
This study

rbcL 724F
cp rbcL
5'-GCTACTGCAGGTACATG
Fay et al. (1997)a
rbcL 724R
cp rbcL
5'-CATGTACCTGCAGTAGC
Fay et al. (1997)a
rbcL 1352R
cp rbcL
5'-CTTCACAAGCAGCAGCTAGTTC
Fay et al. (1997)a
matK f2
cp matK
5'-TCAATGGATGAGTACTCGGC
Tsumura et al. (1995)b
Gn matK -466F
cp matK
5'-AGGAGAGCTTTCAGTTGTTA
This study

Gn matK 486F
cp matK
5'-GCTGTTATTCCCTRTTTAGA
This study

Gn matK 1134F
cp matK
5'-TTGTCTTGGATTCGTTTTAC
This study

Gn matK 545R
cp matK
5'-GATGAACAAAGCAGGGTATT
This study

Gn matK 971R
cp matK
5'-AAAAACAAGAAAGGAAAGAT
This study

Gn matK 1141R
cp matK
5'-ATCATCTGTAAAACGAATCC
This study

Gn matK 1566R
cp matK
5'-AAAAAGCTCTGTAAAATAAG
This study

matK R4
cp matK
5'-AACCCGGAACTAGTCGGATG
Tsumura et al. (1995)b
UniA
cp trnT-trnL
5'-CATTACAAATGCGATGCTCT
Taberlet et al. (1991)c
UniB
cp trnT-trnL
5'-TCTACCGATTTCGCCATATC
Taberlet et al. (1991)c
UniC
cp trnL intron
5'-CGAAATCGGTAGACGCTACG
Taberlet et al. (1991)c
UniD
cp trnL intron
5'-GGGGATAGAGGGACTTGAAC
Taberlet et al. (1991)c
UniE
cp trnL-trnF
5'-GGTTCAAGTCCCTCTATCCC
Taberlet et al. (1991)c
UniF
cp trnL-trnF
5'-ATTTGAACTGGTGACACGAG
Taberlet et al. (1991)c
ITSA
nrITS
5'-GGAAGGAGAAGTCGTAACAAGG
Blattner (1999)d
ITS3
nrITS
5'-GCATCGATGAAGAACGCAGC
White et al. (1990)e
ITSB
nrITS
5'-CTTTTCCTCCGCTTATTGATATG
Blattner (1999)d
Gn ITS 928R
nrITS
5'-CCTTGGTGCCACTCGCACCC
This study

Gn ITS 560R
nrITS
5'-TGATTCACGGGATTCTGC
This study

LFsxl-1
Leafy
5'-CACCCACACCCAGARCAYCCITTYATIGTIACIGA
Frohlich and Meyerowitz (1997)f
LFtxr
Leafy
5'-CCTGCCIACTYATYHICKCATYTTIGGYTT
Frohlich and Meyerowitz (1997)f
Gn LFY sxl-1
Leafy
5'-GARCAYCCITTYATIGTIACIGA
This study

Gn LFY txr
Leafy
5'-ACRTARTGICKCATYTTIGGYTT
This study

nad1 exonB
mt nad1
5'-GCATTACGATCTGCAGCTCA
Demesure et al. (1995)g
nad1 exonC
mt nad1
5'-GGAGCTCGATTAGTTTCTGC
Demesure et al. (1995)g
Gn nad1 B1R1
mt nad1
5'-GAGCCAGCCAACAAAAGCAT
This study

Gn nad1 C1F1
mt nad1
5'-GCGGAGGAAGGGGCTGTAGG
This study

Gn nad1 B2R1
mt nad1
5'-TTTGAGCTCGTCCATTCGTT
This study

Gn nad1 C2F1
mt nad1
5'-CGCCTCCGATGATTGGTTTG
This study

Gn nad1 B1F1
mt nad1
5'-ATGCTTTTGTTGGCTGGCTC
This study

Gn nad1 C1R1
mt nad1
5'-CCTACAGCCCCTTCCTCCGC
This study

nad1 BF2
mt nad1
5'-GGAGGCAAGAACCATGCTTTCA
Demesure et al. (1995)g
Gn nad1 C2R1
mt nad1
5'-CAAACCAATCATCGGAGGCG
This study

Gn nad1 C1R2
mt nad1
5'-GAAACTAACGGGCAGAACAT
This study

nad1 BF3
mt nad1
5'-GAAAGGGCTGTAGGTGATGGTG
Demesure et al. (1995)g
nad1 BR3
mt nad1
5’-CACCATCACCTACAGCCCTTTC
Demesure et al. (1995)g
nad1 1289F
mt nad1
5'-GCCGCAGCGGGACTACCA
This study

nad1 1447R
mt nad1
5'-CTTTCATCAAATGATGCATG
This study
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